per increase in one minor allele** The additive genetic inheritance model is presented, after adjustment of variables included in clinical base model (age, gender, ECOG, weight loss (%), TNM Classification at diagnosis, and surgical resection (Yes/No), where relevant). Given the small sample sizes of some of the subgroups, and that the purpose of this analysis was to assess consistency in direction and magnitude of associations, only the numeric value is given without confidence intervals and without significance testing. *There were too few individuals in some subgroup categories to generate a stable estimate.
